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<210> 1 

<211> 372 

<212> DNA 

<213> Saccharomyces cerevisiae 

<400> 1 



atggtcaaat 


taacttcaat 


cgctgccggt 


gttgccgcca 


tcgctgccgg 


tgttgccgct 


60 


gctccagcca 


ctaccactct 


atctccatct 


gacgaaagag 


tcaacttggt 


cgaattgggt 


120 


gtttacgtct 


ccgatatcag 


agctcatttg 


gctcaatact 


acttgtttca 


agcagctcat 


180 


ccaactgaga 


cctacccagt 


tgagattgct 


gaagctgttt 


tcaactatgg 


tgacttcacc 


240 


accatgttga 


ctggtattcc 


agctgaacaa 


gtcaccagag 


tcatcactgg 


tgtcccatgg 


300 


tactccacta 


gattgagacc 


agctatttcc 


agtgctctat 


ctaaggacgg 


tatctacact 


360 


gctattccaa 


aa 










372 



<210> 2 

<211> 124 

<212> PRT 

<213> Saccharomyces cerevisiae 

<400> 2 



Met Val Lys Leu Thr Ser He Ala Ala Gly Val Ala Ala He Ala Ala 
15 10 15 



Gly Val Ala Ala Ala Pro Ala Thr Thr Thr Leu Ser Pro Ser Asp Glu 

20 25 30 



Arg val Asn Leu Val Glu Leu Gly Val Tyr Val Ser Asp lie Arg Ala 
35 40 45 
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His Leu Ala Gin Tyx Tyr Leu Phe Gin Ala Ala His Pro Thr Glu Thr 
50 55 60 

Tyr Pro Val Glu He Ala Glu Ala Val Phe Asn Tyr Gly Asp Phe Thr 
65 70 75 80 

Thr Met Leu Thr Gly lie Pro Ala Glu Gin Val Thr Arg Val He Thr 

85 90 95 

Gly Val Pro Trp Tyr Ser Thr Arg Leu Arg Pro Ala He Ser Ser Ala 

100 105 110 

Leu Ser Lys Asp Gly He Tyr Thr Ala He Pro Lys 



<210> 3 
<211> 1001 
<212> DNA 

<213> Saccharomyces cerevisiae 
<400> 3 

aatcaagaaa tgcttacaac tctactaaca ctgcagtttt tcagctttct gattaatctc 60 

ttcggtttaa attttttagc agctattact ttctagtaac ccttataacg cggttggtat 120 

caaatcttcc tgatagtaca agcagacctt tgaccccatt cttgttgtgt cttgaaatct 18 0 

ttttttctga caaaagtaag aagttacacc ataatagaga agttaaataa tgaaagtgta 240 

tcgatcatag aaatgatttc atttttttca actactgtta cggtcaagaa actaataatg 3 00 

aggataagtt ttcgcaacaa tgattttggt gcaagtgatt taaagtcttg aat tact tea 3 60 

acacaatttg etttgegacg gtttagaata aegtaategt ateagegaat ccactaggcg 420 

cgcgtaaaaa ttacagactc taacaatata cgactcccag cacatatcta ctattctgta 480 

caattceggg aaatagaggg tacagtatta ttttttctcg gcgatcgttt agggtatact 540 

ggagataggc ttagcaatac gcttctgaac gaggatctat agcaactaaa ttcagacatt 600 

ctgctacacc aaaaatggaa gtatcacagg aacggaaaag ggttttataa ggcacctcgg 660 

cacccctata actggcattc teacattegg cgcatacgaa tagacaaagg ccccagaaaa 72 0 

caataccttc gcatacagaa tctataaaga tgcatgcctc gtttaaaaac aagaacatct 780 

tcatagtgat catgaaattg tgtgaaagat gagatatgta atgcgtgagg tactaaatga 840 
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ggatatgtta acgaatcgtt taagtggtga tgaccaatga aggaataggt ataaatagag 



900 



atacttcaac tatatgcctt tgagaatatg tctttattcc ttcccttcct gttaagctta 



960 



tatcagcact aacaaacaaa acaaatacaa tggtcaaatt a 



1001 



<210> 4 

<211> 13 

<212> DNA 

<213> Artificial 

<220> 

<223> Description of Artificial Sequence: supF-stuffer fragment 
junction component 



<210> 5 

<211> 10 

<212> DNA 

<213> Artificial 

<220> 

<223> Description of Artificial Sequence: terminal of supF gene 



<400> 4 
ccccggagac gtc 



13 



<400> 5 
tcccccacca 



10 
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